@ Digital Biology TOMY DIGITAL BIOLOGY CO., LTD.

RENMTE

Geneious Prime D—OIDZﬁﬁ*ﬁ

. - - o = . . N io u b
$£33E V—OIDRABD7/T—3aDE5iE 3 Sime

(Annotate from Database 'YV—JU 2)

F 310 V=TI RBDT7/T—3arNErxl (FZUsHIS)
$£320 I—OTRBED7/T—3DEnxE2 (Annotate from Database *Y—JL1)

mIElIYT>7= Annotate from Database Tld. IARTO CDS 7./7—23a &7 —LRDEE
ORVEFELEIRVIC—RT DL OICWEICHUT) BEIMICAEINTULEL .

(Geneious Prime 2020 LU, Adjust CDS boundaries #7723 F I+ )L THEEL T
LWET)

ZNS5M CDS FiEDFAENE D KD ICHEEEL TLDIH\ZEENDTz0IC. Adjust CDS boundaries
A3 %A TICUC. 7P/ T—3 0= ETDIRATY IS ETO>TCHET,

Mitochondrion Kiwi 1 771)LZZEIRL. Edit XZ1— — Go to Base T Position: %
11607 [CEREL. Go &0 w3 5& ND4 CDS OXKIFICA—LTBDCENRTETET,

JRIZ Live Annotate and Predict ¥ J (I3 TxEI~N—2)%21)w o L. Annotate from.../R
wO%EF1TvILT. Advanced m¥ %L, Adjust CDS boundaries 773 DOF v
27280 ULET,

@ Annotate from... Advanced Options
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Include Subfolders
Include Truncated Annotations

Create 'Misc Feature' type annotations from unannotated source sequences
Search for Gateway sites

Merge matches with same type and region

deust CDS boundaries by up to 50 C bp to match nearest ORF


https://www.digital-biology.co.jp/html/japanese/mail/TDBNews2024_06/BMA.pdf
https://www.digital-biology.co.jp/html/japanese/mail/TDBNews2024_07/BMA.pdf

WMWEIRISZEIE Similarity: X549 —Zi RIS &, Sequence Viewer [CHTUWRMHIED CDS
MFRIRINET . Emu ND4 /OB Kiwi ND4 KUE 3 AA (9 bp)ERL\z6, COFTULLIE
fHIED CDS [FfEEIR Y ETHRIRE T f1EE CDS LUER<KEB > TVWET, TN, [FEAE
Mi%E T Adjust CDS boundaries #7374 ICLTHELZET. BMR CDS 7/ 57—
AVEEET D ENTI B EAOMIET,

Stop codon

'11,I600 K '1'1,I6’IO 'H,|62O

ACTCATCTTAAGAACCCTATGCAAATATAGT]
T B ¢ K Y S

22 : >

,, 4«— Corrected CDS

?

Uncorrected CDS

ND4 CDS
ND4 CDS; 83.22%

&7z.Annotate From...')—IVTIE. Y VINIBI—DOTIZAMS DNA I—DTIRICTP/T—Y
AVEEMETDCEL TCEX T CDBRIE. 7/ T7—3rvmDT—IR—RELT. 7/ T7—Y3Yy

SNEIYINIBY—IOTIVRDIVALZEFERALEXT . F21—hrIPIT—IDHEEIE.

Mitochondrion Emu CDS #@EiR9 D&, 7/ T7—I3avINEIVINIED) AR INE
T ILKRTDE BYVINIEDKREIC stop BRHBDZERDHNVET, CNIEEE%E CDS O7./ 7
—3AVEBEYIATOEOHICTHETT gD DNA I—O0IT O ABD7 /) T—3 0 DEmE ERIFRIC,
FUWIAIVIZERRLE T, SR TAIVY (F—FR—X)E% Emu Protein database &UT.

Mitochondrion Emu CDS UR+ZETAIFRICANE T,

RICCERET7Z/T7—23INTVWRVWY—IT X Mitochondrion Kiwi 2 Z:#RU. Live
Annotation & Predict ¥ J(Z##. Annotate from...DA 3= F1vo LT, Source:
ZHU<{ER U7z Emu Protein database 7# /L% (Z5&%EU. Advanced "y ZEHBL T,
Translation Search #7723 URF v oSN TWVWBZ & ZH#ESEL. Done 220y ULE T,



) O Annotate from... Advanced Options

Nucleotide Search Index Length: 10 C

Translation Search Index Length: 4 T

Include Subfolders
Include Truncated Annotations
Create 'Misc Feature' type annotations from unannotated source sequences
v Search for Gateway sites
Merge matches with same type and region
Adjust CDS boundaries by up to 50  bp to match nearest ORF
Types

Gene
Only Annotate:

Coverage - High
Coverage - Low
CRISPR.

Editing History
Expression Difference
Don't Annotate: Expression Level
Optimized Codon
overhang
Polymorphism
trimmed

Restore Defaults ﬁ

Translation search #7232 k. 7/ 7—3 07 —9IR—=ZADYVINVBEI—DT IR ELLE
IBEHIC.6 TU—LIRTDOXILAFRESIZEBERUE T, Similarity RS9 —ZHRHL. T
RNTCOYYFEMME DNl &ZMEELI=5. Apply LT Save U. Mitochondrion Kiwi_2
I—OIJRICCDS 7/7—23&EUGENMULET,



O Mitochondrion_Kiwi_2 Apteryx owenii mitochondrion, complete genome 04 Dec 2019
¥ Hide
Annotations  Text View Lineage Info
@ ® (& Extract & RC. &) Translate @) Add Annotation = #” Allow Editing >> [i] a
&L 0% =« B =1
Live Annotate & Predict
bg%“ Annotate from... (12 new) ?) 145
/ g
S Similarity: 50 %
ALY =
g &
g' Mitochondrion_Kiwi_2 ' '% Apply Advanced... =
17,020 bp 2 ‘
3 1 ' 'S Find ORFs ?
% /% 2
) | Q Minimum size: 100 2 $o¢
2. ~§ .
%, ) o Genetic code: Standard & %
&
’%o\ . BN Start codons: ATG, CTG, TTG ™
_ 9,000 8000\ Include interior ORFs
' CDS; Apply Restore Defaults .

JrElE Transfer Annotations 'W—JUIZDWT., BANRERGIEZ BN TIFTETT .

Geneious

RIEHIE- D) —;SA7IVI)OIRMNIDWTIRSES

FGeneious Prime THEHMFEI—OI V@] BEDEEEZCESTFI VY |

TDB News 8.2024
FE—=FIIINN\AAOT—HREH

Phone 03-6240-0843 Fax 03-6240-0461


https://www.digital-biology.co.jp/allianced/products/geneious/
https://www2.digital-biology.co.jp/l/219132/2022-03-24/yl94cn

